Author Index 


Aagaard, O. M. See Van Genderen, M. H. P.., 
1447 

Adam, S. 

—+; Bourtayre, P.; Liquier, J.; Taboury, J. A.; 
Taillandier, E.: Poly[d(A-T)-Cs* ] 
Conformations Studied by IR 
Spectroscopy, 251 

Agashe, M. S. See Jose, C. I., 1315 

Alex, S. 

—; Tajmir-Riahi, H. A.; Savoie, R.: The Effect 
of Methylmercury(II) Binding on the 
Conformation of Poly(L-Glutamic Acid) 
and Poly(L-Lysine): A Raman 
Spectroscopic Study, 1421 

Allen, F. S. See Jones, M. B., 121 

Ananthanarayanan, V. S. See Takahashi, K.., 
1781 

Anderson, S. R. See Hennessey, J. P., 561 

Ando, I. See Tuzi, S., 1983 

Appeila, E. See Roy, S., 2041 

Arakawa, T. 

Effect of Cosolvents on Solubility of Protein in 
Equilibrium Between Different States, 45 

Archer, S. See Kozelka, J., 1245 

Atreyi, M. See Rao, M. V. R., 329 


Baase, W. A. See Becktel, W. J., 619 
Balaram, P. See Kishore, R., 873 
Barnickel, G. See Naumann, D., 795 
Bashford, D. See Lee, S., 481 

Bazzi, M. D. 

—; Woody, R. W.; Brack, A.: Interaction of 
Amphipathic Polypeptides with 
Phospholipids: Characterization of 
Conformations and the CD of Oriented 
B-Sheets, 1115 

Bean, C. P. See Hervet, H., 727 

Becktel, W. J. 

—; Baase, W. A.: Thermal Denaturation of 
Bacteriophage T4 Lysozyme at Neutral 
pH, 619 

—; Schellman, J. A.: Protein Stability Curves, 
1859 

Bednarek, M. A. 

—; Campbell, B. E.; Easwaran, K. R. K.; 
Blout, E. R.: Bicyclic Peptides. V. 
Conformation and Ion Binding of an 
Undeca and Dodeca Bicyclic Peptide, S11 

Belhekar, A. A. See Jose, C. I., 1315 


Biopolymers, Vol. 26, 2107-2115 (1987) 


Bendel, P. 

A Proton NMR Spin-Lattice Relaxation Study 
of the Imino Proton Exchange Kinetics in 
Calf-Thymus DNA, 573 

Benedetti, E. See Di Blasio, B., 2099 

Benham, C. J. 

The Kole of the Stress Resultant in 
Determining Mechanical Equilibria of 
Superhelical DNA, 9 

Bergeron, R. J. See Vertino, P. M., 691 

Billeter, M. 

—; Havel, T. F.; Kuntz, I. D.: A New Approach 
to the Problem of Docking Two Molecules: 
The Ellipsoid Algorithm, 777 

Blake, R. D. 

Cooperative Lengths of DNA During Melting, 
1063 

—; Delcourt, S. G.: Loop Energy in DNA, 
2009 

Blok, J. See Bokma, J. T., 893 

Blout, E. R. See Bednarek, M. A., S11 

Bohak, Z. 

—; Kadouri, A., Sussman, M. V., Feldman, 
A. F.: Novel Anchorage Matrices for 
Suspension Culture of Mammalian Cells, 
$205 

Bokma, J. T. 

—; Johnson, W. C., Jr.; Blok, J.: CD of the 
Li-Salt of DNA in Ethanol /Water 
Mixtures: Evidence for the B- to C-form 
Transition in Solution, 893 

Borah, B. See Roy, S., 525 

Boulanger, Y. See Theriault, Y., 1075 

Bourtayre, P. See Adam, S., 251 

Brack, A. See Bazzi, M. D., 1115 

Bradaczek, H. See Leps, B., 1391; Naumann, 
D., 795 

Braun, W. 

Local Deformation Studies of Chain Molecules: 
Differential Conditions for Changes of 
Dihedral Angles, 1691 

Braunlin, W. H. 

—; Drakenberg, T.; Nordenskidld, L.: A “*Ca- 
NMR Study of Ca(II)-DNA Interactions, 
1047 

Breslauer, K. J. See Marky, L. A., 1601, 1621 

Bruccoleri, R. E. 

—; Karplus, M.: Prediction of the Folding of 
Short Polypeptide Segments by Uniform 
Conformational Sampling, 137 





2108 


Bryan, W. P. 

Thermodynamic Models for Water-Protein 
Sorption Hysteresis, 1705 

Thermodynamics of Water- Biopolymer 
Interactions: Irreversible Sorption by Two 
Uniform Sorbent Phases, 387 

Buck, H. M. See Van Genderen, M. H. P., 1447 

Buckingham, M. See Gros, F., $177 

Burget, U. 

—; Zundel, G.: Proton Polarizability and 
Proton Transfer in Histidine-Phosphate 
Hydrogen Bonds as a Function of Cations 
Present: Ir Investigations, 95 

Bush, C. A. See Rao, B. N. N., 1227 

Butsugan, Y. See Kawai, M., 83 


Callahan, D. E. 

—; Hooker, T. M., Jr.: Conformation of DNA 
in Solution: CD Calculations Based on 
Crystal Structures of B- and Z-DNA 
Fragments, 457 

Campbell, B. E. See Bednarek, M. A., S11 

Cavanaugh, P. F., Jr. See Vertino, P. M., 691 

Chakrabarti, B. See Ueno, N., 1413 

Chatelier, R. C. 

—; Minton, A. P.: Sedimentation Equilibrium 
in Macromolecular Solutions of Arbitrary 
Concentration. I. Self-Associating 
Proteins, 507 

—; Minton, A. P.: Sedimentation Equilibrium 
in Macromolecular Solutions of Arbitrary 
Concentration. II. Two Protein 
Components, 1097 

Chauhan, V. S. See Singh, T. P., 819 

Chawla, B. See Williams, L. D., 591 

Chazin, W. J. 

—; Wright, P. E.: A Modified Strategy for 
Identification of 'H Spin Systems in 
Proteins, 973 

Chen, K.-X. 

—-; Gresh, N.; Pullman, B.: A Theoretical 
Exploration of Conformational Aspects of 
Ethidium Bromide Intercalation into a 
d(CpG), Minihelix, 831 

Chernovitz, A. C. 

—; Freedman, T. B.; Nafie, L. A.: Vibrational 
CD Studies of the Solution Conformation 
of N-Urethanyl-L-Amino Acid Derivatives, 
1879 

Chou, K.-C. 

The Biological Functions of Low-Frequency 
Vibrations (Phonons). VI. A Possible 
Dynamic Mechanism of Allosteric 
Transition in Antibody Molecules, 285 

Chiajé, R. See Maeji, N. J., 1753 

Ciardelli, F. See Fissi, A., 1993 

Clegg, R. M. See MacGregor, R. B., 2103 

Clementi, E. See Swamy, K. N., 1901 

Cohen, J. S. See Roy, S., 525, 2041 

Cordone, L. See Leone, M., 1769 

Cupane, A. See Leone, M., 1769 

Currell, L. J. See Stradowski, C., 189 


Damle, S. See Stivala, S. S., 633 
Deber, C. M. See Woolley, G. A., S109 


AUTHOR INDEX 


de Bleijser, J. See van Dijk, L., 261 

Delbarre, A. 

—; Delepierre, M.; Langlois d’Estaintot, B.; 
Igolen, J.; Roques, B. P.: Bisintercalation 
of Ditercalinium into a d[CpGpCpG], 
Minihelix: Structure and Dynamics 
Aspects—A 400-MHz 'H-NMR Study, 
1001 

—; See Delepierre, M., 981 

Delcourt, S. G. See Blake, R. D., 2009 

Delepierre, M. 

—; Delbarre, A.; Langlois d’Estaintot, B.; 
Igolen, J.; Roques, B. P.: 'H-NMR Studies 
of a Monointercalating Drug into a 
d{CpGpCpG], Minihelix, 981 

—; See Delbarre, A., 1001 

de Mul, F. F. M. See Otto, C., 1667 

Denisov, I. See Vlasov, G., 1489 

de Schryver, F. C. See Goedeweeck, R., 1833 

Di Blasio, B. 

—; Benedetti, E.; Pavone, V.; Pedone, C.; 
Goodman, M.: Conformations of Bioactive 
Peptides: Cyclolinopeptide A, 2099 

Dietler, G. See Haberli, A., 27 

Drakenberg, T. See Braunlin, W. H., 1047 

Drobnik, J. See Saudek, V., 705 


Easwaran, K. R. K. See Bednarek, M. A., S11 

Edmondson, S. P. 

Folynucleotide Base-Pair Orientation in 
Solution: Linear Dichroism and Molecular 
Mechanical Studies of Poly[D(A)]- 
Poly[D(T)], 1941 

Evans, F. E. 

—; Levine, R. A.: Conformational Analysis of 
the 2’-Deoxyribofuranose Ring from 
Proton—Proton Coupling Constants: 
Analysis of a Nucleoside-Carcinogen 
Adduct Formed from 2-Acetyl- 
aminofluorene Utilizing a Three-State 
Model, 1035 


Fasman, G. D. 

The Road from Poly(a-Amino Acids) to the 
Prediction of Protein Conformation, S59 

—; See Holldési, M., 1527, 1555 

Feldman, A. F. See Bohak, Z., S205 

Fine, R. M. See Shenkin, P. S., 2053 

Fissi, A. 

—+; Pieroni, O.; Ciardelli, F.: Photoresponsive 
Polymers: Azobenzene-Containing 
Poly(L-Lysine), 1993 

Foffani, M. T. See Mammi, S., S1 

Fornili, S. L. See Leone, M., 743 

Frederick, C. A. 

—; Saal, D., Van Der Marel, G. A., Van Boom, 
J. H., Wang, A. H.-J., Rich, A.: The Crystal 
Structure of d(GGm°CCGGCC): The 
Effect of Methylation on A-DNA 
Structure and Stability, $145 

Freedman, T. B. See Chernovitz, A. C., 1879 

Fujime, S. See Kubota, K., 1717 

Fujimoto, B. S. See Wu, P., 1463 

Fujita, H. See Zhang, L., 333 

Fukuyama, K. See Kawai, M., 83 

Futerman, A. H. See Silman, I., S241 





AUTHOR INDEX 


Gerstein, B. C. See Lacelle, S., 849 

Ghoul, W. A. See McClain, W. M., 2027 

Glibitsky, G. M. See Maleev, V. Ya., 1965 

Glimcher, M. J. See Zheng, S., 1809 

Goedeweeck, R. 

—; Ruttens, F.; Lépez-Arbeloa, F.; 
de Schryver, F. C.: Influence of Hydrogen 
Bonding, Main Chain-Side Chain 
Interactions, and Protecting Groups on the 
Excimer Formation of Bis(pyrenylalanine) 
Peptides, 1833 

Gérner, H. See Stradowski, C., 189 

Goldstein, B. See Wiegel, F. W., 297 

Goldstein, D. A. See Rackovsky, S., 1163 

Goodman, M. See Di Blasio, B., 2099; Mierke, 
D. F., 1573; Venkatachalapathi, Y. V., 763 

—; Rone, R.; Manesis, N.; Hassan, M.; 
Mammi, N.: Peptidomimetics: Synthesis, 
Spectroscopy, and Computer Simulations, 
$25 

Govil, G. See Sheth, A., 1301 

Gregory, J. D. See Stivala, S. S., 633 

Gresh, N. See Chen, K.-X., 831 

Greve, J. See Otto, C., 1667 

Gros, F. 

—; Buckingham, M.: Polymorphism of 
Contractile Proteins, $177 

Gruwel, M. L. H. See van Dijk, L., 261 

Guantieri, V. 

—; Jaques, A. M.; Serafini-Fracassini, A.; 
Tamburro, A. M.: Conformational 
Transitions of Solubilized Trout Elastins, 
1957 

Gutnick, D. L. 

The Emulsan Polymer: Perspectives on a 
Microbial Capsule as an Industrial 
Product, S223 


Haberli, A. 

—; Straub, P. W.; Dietler, G.; Kanzig, W.: The 
Influence of Calcium Ions on Fibrin 
Polymerization, 27 

Hard, T. 

Out-of-Plane Mobility in the Ethidium/DNA 
Complex, 613 

—; See Lyng, R., 1327 

Haridas, M. See Singh, T. P., 819 

Harrington, W. F. 

—; Ueno, H.: Structural Transitions in Myosin 
and the Origin of Contractile Force in 
Muscle, S81 

Harvey, S. C. See Prabhakaran, M., 1087 

Hassan, M. See Goodman, M., S25 

Havel, T. F. See Billeter, M., 777 

Hayashi, T. See Kitamura, S., 537 

Hearst, J. E. See Scalettar, B. A., 1287 

Hennessey, J. P., Jr. 

—; Manavalan, P.; Johnson, W. C., Jr.; 
Malencik, D. A.; Anderson, S. R.; 
Schimerlik, M. L.; Shalitin, Y.: 
Conformational Transitions of Calmodulin 
as Studied by Vacuum-UV CD, 561 

Hervet, H. 

—; Bean, C. P.: Electrophoretic Mobility of A 
Phage HIND III and HAE III DNA 


2109 


Fragments in Agarose Gels: A Detailed 
Study, 727 

Hollési, M. 

—; Kévér, K. E.; Holly, S.; Fasman, G. D.: 
B-Turns in Serine-Containing Linear and 
Cyclic Models, 1527 

—; Kévér, K. E.; Holly, S.; Radics, L.; Fasman, 
G. D.: B-Turns in Bridged Proline- 
Containing Cyclic Peptide Models, 1555 

Hollstein, U. See Jones, M. B., 121 

Holly, S. See Hollési, M., 1527, 1555 

Homandberg, G. A. 

Characterization of the Interactions of an 
Amino-Terminal Fibronectin Fragment 
with the Native Molecule: Implications 
for Polymerization of Fibronectin, 2087 

—+; See Lai, C.-S., 1381 

Hooker, T. M., Jr. See Callahan, D. E., 457 

Hopkins, Jr., H. P. 

—; Wilson, W. D.: Enthalpy and Entropy 
Changes for the Intercalation of Small 
Molecules to DNA. II. Ethidium and 
Propidium Fluoride, 1347 

Hosur, R. V. See Sheth, A., 1301 

Hough, C. J. 

A Predictive Model of Enzymatic Cleavage of 
Nucleic Acids, 1789 


Igolen, J. See Delbarre, A., 1001; Delepierre, 
M., 981 

Ikegami, A. See Urabe, H., 963 

Illarionova, N. See Vlasov, G., 1489 

Inoue, Y. See Maeji, N. J., 1753 

Iwasaki, H. See Urabe, H., 963 


Jaques, A. M. See Guantieri, V., 1957 

Jesse, W. See van Dijk, L., 261 

Joanicot, M. 

—; Revet, B.: DNA Conformational Studies 
from Electron Microscopy. I. Excluded 
Volume Effect and Structure 
Dimensionality, 315 

Johnson, W. C., Jr. See Bokma, J. T., 893; 
Hennessey, J. P., 561 

Jones, E. Y. 

—; Miller, A.: Structural Models for the N- 
and C-Terminal Telopeptide Regions of 
Interstitial Collagens, 463 

Jones, M. B. 

—; Hollstein, U.; Allen, F. S.: Site Specificity 
of Binding of Antitumor Antibiotics to 
DNA, 121 

Jose, C. I. 

—+; Belhekar, A. A.; Agashe, M. S.: IR Spectra 
and Conformational Behavior of N- 
Acetyl-(Glycine, L-Alanine, L-Leucine)- 
N’-Methylamides in Chloroform, 1315 


Kanzig, W. See Haberli, A., 
Kadouri, A. See Bohak, Z., 
Kallenbach, N. R. See Marky, L. A., 1621 
Kang, Y. K. See Takahashi, K., 1781 


27 
$205 





2110 


Karplus, M. See Bruccoleri, R. E., 137; Lee, S., 
481 

Kashpur, V. A. See Maleev, V. Ya., 1965 

Kasuya, T. See Urabe, H., 963 

Katakai, R. 

A High Molecular-Weight Sequential 
Polypeptide, Poly(Leucyl-y-Ethyl 
Glutamyl-Alanyl-Alanyl), 5 

—; See Yasui, S. C., 1407 

Kawai, M. 

—; Butsugan, Y.; Fukuyama, K.; Taga, T.: 
Solid-State Conformations of a- 
Aminoisobutyryl-L-Prolyl Sequences: 
Crystal Structure of Boc-Aib-L-Pro-OBzl, 
83 

Kay, C. M. 

—; McCubbin, W. D.; Sykes, B. D.: Biophysical 
Studies on the Calcium Trigger of Muscle 
Contraction, $123 

Keiderling, T. A. See Yasui, S. C., 1407 

Khorramiam, B. See Stivala, S. S., 633 

Kidokoro, S.-I. 

—; Wada, A.: Determination of 
Thermodynamic Functions from Scanning 
Calorimetry Data, 213 

Kishore, R. 

—; Raghothama, S.; Balaram, P.: Cystine 
Peptides: The Intramolecular Antiparallel 
B-Sheet Conformation of a 20-Membered 
Cyclic Peptide Disulfide, 873 

Kitamura, S. 

—; Okamoto, T.; Nakata, Y.; Hayashi, T.; 
Kuge, T.: A Monte Carlo Study of the 
Excluded-Volume Effect on the Amylosic 
Chain Conformation, 537 

Klein, M. P. See Scalettar, B. A., 1287 

Kolinski, A. 

—; Skolnick, J.; Yaris, R.: Monte Carlo Studies 
on Equilibrium Globular Protein Folding. 
I. Homopolymeric Lattice Models of B- 
Barrel Proteins 937 

Kollman, P. A. See Pattabiraman, N., 403 

Komoto, T. See Tuzi, S., 1983 

Koole, L. H. See Van Genderen, M. H. P., 1447 

Kévér, K. E. See Hollési, M., 1527, 1555 

Kozelka, J. 

—; Archer, S.; Petsko, G. A.; Lippard, S. J.; 
Quigley, G. J.: Molecular Mechanics 
Modeling of Oligonucleotide Adducts of 
the Antitumor Drug cis-Diammine- 
dichloropiatinum(II), 1245 

Kozhevnikova, N. See Vlasov, G., 1489 

Krasnikova, E. See Vlasov, G., 1489 

Krasnitskaya, A. A. See Maleev, V. Ya., 1965 

Kratochvil, P. See Saudek, V., 705 

Krimm, S. See Sengupta, P. K., S99 

Kubota, K. 

—; Tominaga, Y.; Fujime, S.: Dynamic Light- 
Scattering Study of Semiflexible Polymers: 
Collagen, 1717 

Kuge, T. See Kitamura, S., 537 

Kumar, A. See Singh, T. P., 819 

Kumar, G. S. See Rao, M. V. R., 329 

Kumar, S. See Rao, M. V. R., 329 

Kuntz, I. D. See Billeter, M., 777 


AUTHOR INDEX 


Labischinski, H. See Leps, B., 1391; 
Naumann, D., 795 

Lacelle, S. 

—; Gerstein, B. C.: NMR Studies on the 
Presence of Domain Structures in 
Polysaccharides, 849 

Lai, C.-S. 

—; Homandberg, G.; Miziorko, H.; Wolff, C.: 
Tryptophan Fluorescence Studies of 
Plasma Fibronectin: Effects of 
Environmental Factors, 1381 

Lange, C. S. See Ostashevsky, 59 

Langlois d’Estaintot, B. See Delbarre, A., 
1001; Delepierre, M., 981 

Langridge, R. See Pattabiraman, N., 403 

Lau, W. F. 

—; Pettitt, B. M.: Conformations of the 
Glycine Dipeptide, 1817 

Lee, B. See Lipman, D. J., 17 

Lee, S. 

—; Karplus, M.; Bashford, D.; Weaver, D.: 
Brownian Dynamics Simulation of Protein 
Folding: A Study of the Diffusion-Collision 
Model, 481 

Lee, S. A. 

—+; Lindsay, S. M.; Powell, J. W.; Weidlich, T.; 
Tao, N. J.; Lewen, G. D.; Rupprecht, A.: 
A Brillouin Scattering Study of the 
Hydration of Li- and Na-DNA Films, 1637 

Leone, M. 

—; Cupane, A.; Vitrano, E.; Cordone, L.: 
Dynamic Properties of Oxy- and 
Carbonmonoxyhemoglobin Probed by 
Optical Spectroscopy in the Temperature 
Range of 300-20 K, 1769 

—; Sciortino, F.; Migliore, M.; Fornili, S. L.; 
Palma Vittorelli, M. B.: Order Parameters 
of Gels and Gelation Kinetics of Aqueous 
Agarose Systems: Relation to the Spinodal 
Decomposition of the Sol, 743 

Leps, B. 

—; Labischinski, H.; Bradaczek, H.: 
Conformational Behavior of the 
Polysaccharide Backbone of Murein, 1391 

Levine, R. A. See Evans, F. E., 1035 

Levinthal, C. See Shenkin, P. S., 2053 

Lewen, G. D. See Lee, S. A., 1637 

Leyte, J. C. See van Dijk, L., 261 

Lindsay, S. M. See Lee, S. A., 1637; Tao, N. J., 
171; Weidlich, T., 439 

Lipman, D. J. 

—; Pastor, R. W.; Lee, B.: Local Sequence 
Patterns of Hydrophobicity and Solvent 
Accessibility in Soluble Globular Proteins, 
17 

Lippard, S. J. See Kozelka, J., 1245 

Liquier, J. See Adam, S., 251 

Liu, W. See Zhang, L., 333 

Lépez-Arbeloa, F. See Goedeweeck, R., 1833 

Lucietto, P. See Mierke, D. F., 1573 

Liischer-Mattli, M. 

The Thermodynamic Parameters of 
the Interaction of Concanavalin A 
with Glycosyl-Free Liposomes: 

A Microcalorimetric Study, 1509 





AUTHOR INDEX 


Lyng, R. 

—; Hard, T.; Norden, B.: Induced CD of DNA 
Intercalators: Electric Dipole Allowed 
Transitions, 1327 


MacGregor, Jr., R. B. 

—; Clegg, R. M.: Ethidium—-DNA Binding 
Kinetics in an Agarose Gel, 2103 

Maeji, N. J. 

—; Inoue, Y.; Chij6, R.: Conformation- 
Determining Role for the N-Acetyl 
Group in the O-Glycosidic Linkage, 
a-GalNAc-Thr, 1753 

Maestre, M. F. 

The Effect of Anisotropic Properties of 
Randomly Oriented Particles on Polarized 
Light: An Operational Calculus for 
Spatially Heterogeneous Distributions, 
1357 

Maleev, V. Ya. 

—; Kashpur, V. A.; Glibitsky, G. M.; 
Krasnitskaya, A. A.; Veretelnik, Ye. V.: 
Does DNA Absorb Microwave Energy?, 
1965 

Malencik, D. A. See Hennessey, -!. P., 561 

Mammi, N. See Goodman, M., S25 

Mammi, N. J. See Mammi, S., S1 

Mammi, S. 

—; Mammi, N. J.; Foffani, M. T.; Peggion, E.; 
Moroder, L.; Wiinsch, E.: Conformation 
of Human Little Gastrin and Minigastrin 
Analogs in Surfactant Solution, $1 

Manavalan, P. See Hennessey, J. P., 561 

Manesis, N. See Goodman, M., S25 

Manning, G. S. 

Radius of the Elastic Rod Model of a 
Polyelectrolyte, 1 

Manning, M. C. 

—;. Woody, R. W.: Theoretical Determination 
of the CD of Proteins Containing Closeiy 
Packed Antiparallel B-Sheets, 1731 

Manzini, G. See Ruggiero, J., 1975 

Marky, L. A. 

—; Breslauer, K. J.: Calculating 
Thermodynamic Data for Transitions of 
any Molecularity from Equilibrium 
Melting Curves, 1601 

; Kallenbach, N. R.; McDonough, K. A.; 
Seeman, N. C. Breslauer, K. J.: The 
Melting Behavior of a DNA Junction 
Structure: A Calorimetric and 
Spectroscopic Study, 1621 

Marky, N. L. 

—; Olson, W. K.: Loop Formation in 
Polynucleotide Chains. II. Flexbility of 
the Anticodon Loop of tRNAP*, 415 

Marx, G. 

Protofibrin Clots Induced by Calcium and Zinc, 
911 

Mattice, W. L. 

—; Tilstra, L.: Basis for Large Differences ic. 
the Cooperativity of the Formation of 
Antiparallel 8-Sheets and Clusters of 
Interacting a-Helices in Isolated Chains, 
203 


2111 


McClain, W. M. 

—; Ghoul, W. A.: Shape Effects in Elastic 
Scattering by Orientationally Random 
Ensembles of Simple Model Viruses, 2027 

McCubbin, W. D. See Kay, C. M., $123 

McDonough, K. A. See Marky, L. A., 1621 

Meirovitch, H. 

—; Vasquez, M.; Scheraga, H. A.: Stability of 
Polypeptide Conformational States as 
Determined by Computer Simulation of 
the Free Energy, 651 

Meyer, Jr., E. F. See Presta, L. G., 1207 

Mierke, D. F. 

—; Lucietto, P.; Goodman, M.; Schiller, P. W.: 
Conformational Studies of Diastereomeric 
Cyclic Enkephalins by 'H-NMR and 
Computer Simulations, 1573 

—; See Venkatachalapathi, Y. V., 763 

Migliore, M. See Leone, M., 743 

Miles, H. T. See Sheth, A., 1301 

Miller, A. See Jones, E. Y., 463 

Minton, A. P. See Chatelier, R. C., 507, 1097 

Miziorko, H. See Lai, C.-S., 1381 

Moroder, L. See Mammiz, S., S1 


Nafie, L. A. See Chernovitz, A. C., 1879 
Nakata, Y. See Kitamura, S., 537 
Naumann, D. 

—; Labischinski, H.; Rénspeck, W.; Barnickel, 
G.; Bradaczek, H.: Vibrational 
Spectroscopic Analysis of LD-Sequential, 
Bacterial Ceil Wall Peptides: An IR and 
Raman Study, 795 

Némethy, G. See Piela, L., 1273, 1587; 
Takahashi, K., 1781 

Noble, O. See Tvaroska, I., 1499 

Noolandi, J. See Slater, G. W., 863 

Norden, B. See Lyng, R., 1327 

Nordenskidéld, L. See Braunlin, W. H., 1047 

Norisuye, T. See Zhang, L., 333 

Norris, L. See Steiner, R. F., 1189 


Okamoto, T. See Kitamura, S., 537 

Olson, W. K. See Marky, N. L., 415 

Ostashevsky, J. Y. 

—; Lange, C.S.: A Model of the Hydrodynamic 
Behavior of Irradiated DNA: Dependence 
on Molecular Conformation, 59 

Otto, C. 

—; de Mul, F. F. M.; Greve, J.: A Raman 
Spectroscopic Study of the Interaction 
Between Nucleotides and the DNA 
Binding Protein gp32 of Bacteriophage T4, 
1667 

Ozaki, T. See Tuzi, S., 1983 


Paine, G. H. 

—; Scheraga, H. A.: Prediction of the Native 
Conformation of a Polypeptide by a 
Statistical-Mechanical Procedure. III. 
Probable and Average Conformations of 
Enkephalin, 1125 





2112 


Palma Vittorelli, M. B. See Leone, M., 743 

Pastor, R. W. See Lipman, D. J., 17 

Patel, A. See Stivala, S. S., 633 

Pattabiraman, N. 

—; Rao, S. N.; Scott, K.; Langridge, R.; 
Kollman, P. A.: Molecular Mechanical 
Studies on Left- and Right-Handed 
B-DNA, 403 

Pavone, V. See Di Blasio, B., 2099 

Pedone, C. See Di Blasio, B., 2099 

Peggion, E. See Mammi, S., S1 

Perez, S. See Tvaroska, I., 1499 

Petsko, G. A. See Kozelka, J., 1245 

Pettitt, B. M. See Lau, W. F., 1817 

Piela, L. 

—; Némethy, G.; Scheraga, H. A.: 
Conformational Constraints of Amino Acid 
Side Chains in a-Helices, 1273 

—; Némethy, G.; Scheraga, H. A.: Proline- 
Induced Constraints in a-Helices, 1587 

—; Scheraga, H. A.: On the Multiple-Minima 
Problem in the Conformational Analysis 
of Polypeptides. I. Backbone Degrees of 
Freedom for a Perturbed a-Helix, $33 

Pieroni, O. See Fissi, A., 1993 

Pincus, M. R. See Vasquez, M., 351, 373 

Pohl, F. M. See Richterich, P., 231 

Porath, J. 

Salting-Out Adsorption Techniques for Protein 
Purification, $193 

Porschke, D. 

—; Zacharias, W.; Wells, R. O.: B-Z DNA 
Junctions are Neither Highly Flexible nor 
Strongly Bent, 1971 

Porter, C. W. See Vertino, P. M., 691 

Powell, J. W. See Lee, S. A., 1637 

Prabhakaran, M. 

—; Harvey, S. C.: Asymmetric Oscillations in 
Cyclodextrin—A Molecular Dynamics 
Study, 1087 

Prescott, B. 

—; Renugopalakrishnan, V.; Thomas, G. J., 
Jr.: Appendix: Raman Spectrum and 
Structure of Elastin in Relation to Type-II 
B-Turns, 934 

—; See Thomas, G. J., Jr., 921 

Presta, L. G. 

—; Meyer, Jr., E. F.: Prediction of 
Protein— Ligand Interactions: The 
Complex of Porcine Pancreatic Elastase 
with a Valine-Derived Benzoxazinone, 1207 

Pullman, B. See Chen, K.-X., 831 


Quadrifoglio, F. See Ruggiero, J., 1975 
Quigley, G. J. See Kozelka, J., 1245 


Rabenold, D. A. 

—; Rhodes, W.: On the CD Helix Band for 
Long Helical Polymers, 109 

Rackovsky, S. 

—; Goldstein, D. A.: Differential Geometry 
and Protein Conformation. V. Medium- 
Range Conformational Influence of the 
Individual Amino Acids, 1163 


AUTHOR INDEX 


Radics, L. See Hollési, M., 1555 

Raghothama, S. See Kishore, R., 873 

Rao, B. N. N. 

—; Bush, C. A.: Comparison by 'H-NMR 
Spectroscopy of the Conformation of the 
2600 Dalton Antifreeze Glycopeptide of 
Polar Cod with that of the High Molecular 
Weight Antifreeze Glycoproteia, 1227 

Rao, M. V. R. 

—; Atreyi, M.; Kumar, G. S.; Kumar, S.: 
Reversal of the Long-Wavelength CD 
Band of Poly(dI-dC) - Poly(dI-dC) on 
Specific Interaction with the 53-58 Peptide 
Fragment of the lac Repressor, 329 

Rao, S. N. See Pattabiraman, N., 403 

Ravikumar, M. See Sheth, A., 1301 

Reid, B. R. See Theriault, Y., 1075 

Renugopalakrishnan, V. See Prescott, B., 
934; Zheng, S., 1809 

Revet, B. See Joanicot, M., 315 

Rhodes, W. See Rabenold, D. A., 109 

Rich, A. See Frederick, C. A., $145 

Richterich, P. 

—; Pohl, F. M.: Calculation of the CD of Oligo 
(dG-dC): Influence of Basic Optical 
Parameters, 231 

Rone, R. See Goodman, M., S25 

Rénspeck, W. See Naumann, D., 795 

Roques, B. P. See Delbarre, A., 1001; 
Delepierre, M., 981 

Rousseau, J. See Slater, G. W., 863 

Roy, K. B. See Sheth, A., 1301 

Roy, S. 

—; Borah, B.; Zon, G.; Cohen, J. S.: 
Conformation of the Oligonucleotide 
d(AAAAAATTTTTT), by Two- 
Dimensional Nuclear Overhauser Effect 
Spectroscopy and Its Relevance to 
Poly(dA) - Poly(dT), 525 

—; Sklenar, V.; Appella, E.; Cohen, J. S.: 
Conformational Perturbation Due to an 
Extra Adenosine in a Self-Complementary 
Oligodeoxynucleotide Duplex, 2041 

Ruggiero, J. 

—; Manzini, G.; Quadrifoylio, F.: Ionic and 
Nonionic Contributions to the Free-Energy 
Change in the B—Z Transition of 
Aiternating Polydeoxynucleotides in 
Aqueous Solution, 1975 

Rupprecht, A. See Lee, S. A., 1637; Tao, N. J., 
171; Weidlich, T., 439 

Ruttens, F. See Goedeweeck, R., 1833 


Saal, D. See Frederick, C. A., S145 

Saito, H. See Tuzi, S., 1983 

Saito, T. See Watanabe, S., 625 

Saudek, V. 

—; Stejskal, J.; Schmidt, P.; Zimmermann, K.; 
Skarda, V.; Kratochvil, P.; Drobnik, J.: 
Correlation Between the Sequence-Length 
Distribution and Structure of Statistical 
Copolymers of L-Valine and y-Benzyl-L- 
Glutamate, 705 

Savoie, R. See Alex, S., 1421 





AUTHOR INDEX 


Scalettar, B. A. 

—; Klein, M. P.; Hearst, J. E.: A Theoretical 
Study of the Effects of Driven Motion on 
Rotational Correlations of Biological 
Systems, 1287 

Schellman, J. A. 

Selective Binding and Solvent Denaturation, 
549 

—; See Becktel, W. J., 1859 

Scheraga, H. A. See Meirovitch, H., 651; 
Paine, G. H., 1125; Piela, L., S33, 1273, 
1587; Takahashi, K., 1781; Vasquez, M., 
351, 373 

Schiller, P. W. See Mierke, D. F., 1573; Wilkes, 
B. C., 1431 

Schimerlik, M. I. See Hennessey, J. P., 561 

Schmidt, P. See Saudek, V., 705 

Schulte-Frohlinde, D. See Stradowski, C., 189 

Schurr, J. M. See Wu, P., 1463 

Sciortino, F. See Leone, M., 743 

Scott, K. See Pattabiraman, N., 403 

Seeman, N. C. See Marky, L. A., 1621 

Sengupta, P. K. 

—; Krimm, S.: Raman and Normal-Mode 
Studies of the Extended-Helix 
Conformation in Polypeptide Chains, S99 

Serafini-Fracassini, A. See Guantieri, V., 
1957 

Shalitin, Y. See Hennessey, J. P., 561 

Shaw, B. R. See Williams, L. D., 591 

Shenkin, P. S. 

—; Yarmush, D. L.; Fine, R. M.; Wang, H.; 
Levinthal, C.: Predicting Antibody 
Hypervariable Loop Conformation. I. 
Ensembles of Random Conformations for 
Ringlike Structures, 2053 

Sheth, A. 

—; Ravikumar, M.; Hosur, R. V.; Govil, G.; 
Zu-Kun, T.; Roy, K. B.; Miles, H. T.: 
Sequential Resonance Assignment of the 
500-MHz Spectrum of d-(CG), and its 
Structure Under Low-Salt Conditions, 
1301 

Shoji, A. See Tuzi, S., 1983 

Silman, I. 

—,; Futerman, A. H.: Posttranslational 
Modification as a Means of Anchoring 
Acetylcholinesterase to the Cell Surface, 
$241 

Singh, T. P. 

—; Haridas, M.; Chauhan, V. S.; Kumar, A.; 
Viterbo, D.: Crystal Structure and 
Molecular Conformation of the Tripeptide, 
N-Boc-L-Phe-Dehydro-Phe-L-Val-OCH,, 
819 

Skarda, V. See Saudek, V., 705 

Sklenar, ¥. See Roy, S., 2041 

Skolnick, J. See Kolinski, A., 937 

Slater, G. W. 

—; Rousseau, J.; Noolandi, J.: On the 
Stretching of DNA in the Reptation 
Theories of Gel Electrophoresis, 863 

Steinberg, I. Z. 

Noise as a Source of Information about 
Dynamical Properties of Biological 
Macromolecules, $161 


Steiner, R. F. 

—+; Norris, L.: Fluorescence Dynamics Studies 
of Troponin C, 1189 

Stejskal, J. See Saudek, V., 705 

Stivala, S. S. 

—; Patel, A.; Khorramian, B.; Gregory, J. D.; 
Damle, S.: Small-Angle X-ray Scattering 
of Bovine Nasal Cartilage Proteoglycan in 
Solution, 633 

Stradowski, C. 

—; Gérner, H.; Currell, L. J.; Schulte- 
Frohlinde, D.: Number of Binding Sites of 
DNA and Polynucleotides with Tris(2,2’- 
bipyridyl)ruthenium(II) Cations, 189 

Straub, P. W. See Haberli, A., 27 

Strawich, E. See Zheng, S., 1809 

Sugawara, Y. See Urabe, H., 963 

Sussman, M. V. See Bohak, Z., S205 

Swamy, K. N. 

—; Clementi, E.: Hydration Structure and 
Dynamics of B- and Z-DNA in the 
Presence of Counterions Via Molecular 
Dynamics Simulations, 1901 

Sykes, B. D. See Kay, C. M., $123 


Taboury, J. A. See Adam, S., 251 

Taga, T. See Kawai, M., 83 

Taillandier, E. See Adam, S., 251 

Tajmir-Riahi, H. A. See Alex, S., 1421 

Takahashi, K. 

—; Kang, Y. K.; Némethy, G.; Scheraga, H. A. 
Ananthanarayanan, V. S.: Low-Energy 
Conformations of Two Lysine-Containing 
Tetrapeptides of Collagen: Implications for 
Posttranslational Lysine Hydroxylation, 
1781 

Tamburro, A. M. See Guantieri, V., 1957 

Tao, N. J. See Lee, S. A., 1637 

—; Lindsay, S. M.; Rupprecht, A.: The 
Dynamics of the DNA Hydration Shell at 
Gigahertz Frequencies, 171 

Taravel, F. See Tvaroska, I., 1499 

Taulane, J. P. See Venkatachalapathi, Y. V., 
763 

Theriault, Y. 

—; Boulanger, Y.; Weber, P. L.; Reid, B. R..: 
Two-Dimensional 'H-NMR Investigation 
of the Water Conformation of the Atrial 
Natriuretic Factor (ANF 101-126), 1075 

Thomas, G. J. Jr. 

—; Prescott, B.; Urry, D. W.: Raman Amide 
Bands of Type-II 8-Turns in Cyclo- 
(VPGVG), and Poly-(VPGVG), and 
Implications for Protein Secondary- 
Structure Analysis, 921 

—; See Prescott, B., 934 

Tilstra, L. See Mattice, W. L., 203 

Tominaga, Y. See Kubota, K., 1717 

Tsukakoshi, M. See Urabe, H., 963 

Tu, A. T. See Zheng, S., 1809 

Tuzi, S. 

—; Komoto, T.; Ando, I.; Saito, H.; Shoji, A.; 
Ozaki, T.: '°C-NMR Chemical Shift and 
Conformation of L-Alanine Residues 
Incorporated into Poly( B-Benzyl L- 
Aspartate) in the Solid State, 1983 





2113 


2114 


Tvaroska, I. 

—; Perez, S.; Noble, O.; Taravel, F.: Solvent 
Effect on the Stability of Mannobiose 
Conformers, 1499 


Ueda, K. See Yamaoka, K., 673 

Ueno, H. See Harrington, W. F., S81 

Ueno, N. 

—; Chakrabarti, B.: Changes in CD of 
Hyaluronates and Chondroitins upon 
Periodate Oxidation, 1413 

Urabe, H. 

—; Sugawara, Y.; Tsukakoshi, M.; Ikegami, 
A.; Iwasaki, H.; Kasuya, T.: Raman 
Spectroscopic Study on Low-Frequency 
Collective Modes in Self-Associates of 
Guanosine Monophosphates, 963 

Urry, D. W. See Thomas, G. J., Jr., 921 


Van Boom, J. H. See Frederick, C. A., S145 

Van Der Marel, G. A. See Frederick, C. A., 
$145 

van Dijk, L. 

—; Gruwel, M. L. H.; Jesse, W.; de Bleijser, J.; 
Leyte, J. C.: Sodium Ion and Solvent 
Nuclear Relaxation Results in Aqueous 
Solutions of DNA, 261 

Van Genderen, M. H. P. 

—; Koole, L. H.; Aagaard, O. M.; Van Lare, 
C. E. J.; Buck, H. M.: Molecular Mechanics 
Studies of Parallel and Antiparallel 
Phosphate-Methylated DNA, 1447 

Van Lare, C. E. J. See Van Genderen, 

M. H. P., 1447 

Vasquez, M. 

—; Pincus, M. R.; Scheraga, H. A.: Helix—Coil 
Transition Theory Including Long-Range 
Electrostatic Interactions: Application to 
Globular Proteins, 351 

—; Pincus, M. R.; Scheraga, H. A.: Correlation 
Between Computed Conformational 
Properties of Cytochrome c Peptides and 
Their Antigenicity in a T-Lymphocyte 
Proliferation Assay, 373 

—; See Meirovitch, H., 651 

Venkatachalapathi, Y. V. 

—; Mierke, D. F.; Taulane, J. P.; Goodman, 
M.: Gas-Phase IR Spectra of Substituted 
Alkylamides, 763 

Veretelnik, Ye. V. See Maleev, V. Ya., 1965 

Vertino, P. M. 

—; Bergeron, R. J.; Cavanaugh, P. F., Jr., 
Porter, C. W.: Structural Determinants of 
Spermidine-DNA Interactions, 691 

Viovy, J. L. 

Pulsed Electrophoresis: Some Implications of 
Reptation Theories, 1929 

Viterbo, D. See Singh, T. P., 819 

Vitrano, E. See Leone, M., 1769 

Vlasov, G. 

—; Krasnikova, E.; Kozhevnikova, N.; 
Illarionova, N. Denisov, I.: Synthesis, and 
Conformational and Biological Study of 
2-p-Ala,5-des-Met-Enkephalin Hydrazide 


AUTHOR INDEX 


Modified at the Carboxylic End by Poly- 
N-Vinylimidazole, 1489 


Wada, A. See Kidokoro, S.-I., 213 

Wang, A. H.-J. See Frederick, C. A., $145 

Wang, H. See Shenkin, P. S., 2053 

Watanabe, S. 

—; Saito, T.: A CD Study of the Role of Metal 
Ions in the Conformation of Poly(L-lysine), 
625 

Weaver, D. See Lee, S., 481 

Weber, P. L. See Theriault, Y., 1075 

Weidlich, T. See Lee, S. A., 1637 

—; Lindsay, S. M.; Rupprecht, A.: The Optical 
Properties of Li- and Na-DNA Films, 439 

Wells, R. O. See Porschke, D., 1971 

West, R. 

The Distribution of Void Sizes in a Reticulate 
Gel, 343 

The Electrophoretic Mobility of DNA in 
Agarose Gel as a Function of Temperature, 
607 

The Mobility of Polyions in Gel 
Electrophoresis, 609 

Wiegel, F. W. 

—; Goldstein, B.: Equilibrium Theory for the 
Binding of Bivalent Antibodies to 
Regularly Spaced Sites on a DNA 
Molecule, 297 

Wilkes, B. C. 

—; Schiller, P. W.: Theoretical Conformational 
Analysis of a p-Selective Cyclic Opioid 
Peptide Analog, 1431 

Williams, L. D. 

—; Chawla, B.; Shaw, B. R.: The Hydrogen 
Bonding of Cytosine with Guanine: 
Calorimetric and 'H-NMR Analysis of the 
Molecular Interactions of Nucleic Acid 
Bases, 591 

Wilson, W. D. See Hopkins, H. P., Jr., 1347 

Wolff, C. See Lai, C.-S., 1381 

Woody, R. W. See Bazzi, M. D., 1115; 
Manning, M. C., 1731 

Woolley, G. A. 

—; Deber, C. M.: Peptides in Membranes: 
Lipid-Induced Secondary Structure of 
Substance P*, S109 

Wright, P. E. See Chazin, W. J., 973 

Wu, P. 

—; Fujimoto, B. S.; Schurr, J. M.: Time- 
Resolved Fluorescence Polarization 
Anisotropy of Short Restriction 
Fragments: The Friction Factor for 
Rotation of DNA About its Symmetry 
Axis, 1463 

Wiinsch, E. See Mammiz, S., S1 


Yamamoto, S. See Yamaoka, K., 673 

Yamaoka, K. 

—; Yamamoto, S.; Ueda, K.: Reversing-Pulse 
Electric Birefringence of Poly( y-Benzyl-L- 
Glutamate). III. The Temperature 
Dependence of the Transient and Steady- 
State Behavior in Cyclohexanone, 673 





AUTHOR INDEX 2115 


Yaris, R. See Kolinski, A., 937 

Yarmush, D. L. See Shenkin, P. S., 2053 

Yaron, A. 

The Role of Proline in the Proteolytic 
Regulation of Biologically Active Peptides, 
$215 

Yasui, S. C. 

—; Keiderling, T. A.; Katakai, R.: Vibrational 
CD of Polypeptides. X. A Study of a- 
Helical Oligopeptides in Solution, 1407 


Zacharias, W. See Porschke, D., 1971 
Zhang, L. 
—; Liu, W.; Norisuye, T.; Fujita, H.: Double- 


Stranded Helix of Xanthan: Rigidity in 
0.01M Aqueous Sodium Chloride 
Containing 0.01 N Hydrochloric Acid, 333 

Zheng, S. 

—; Tu, A. T.; Renugopalakrishnan, V.; 
Strawich, E.; Glimcher, M. J.: A Mixed 
£-Turn and B-Sheet Structure for Bovine 
Tooth Enamel Amelogenin: Raman 
Spectroscopic Evidence, 1809 

Zimmermann, K. See Saudek, V., 705 

Zon, G. See Roy, S., 525 

Zu-Kun, T. See Sheth, A., 1301 

Zundel, G. See Burget, U., 95 











Subject Index 


(A - T) base pair, 2009 

A to B transition in DNA, 1637 

N-acetyl (glycine, L-alanine, L-leucine) 
N-methyl amides from IR spectra (CHCl, 
solution), 1315 

—, conformational behaviour, 1315 

—, hydrogen bonding, 1315 

2-Acetylaminofluorene, 1035 

Acetylcholinesterase, $241 

—, anchoring to the cell surface of, S241 

N-acetylmuramic acid, 1391 

A-DANS conjugates, 1189 

A-DNA, 8145, 439 

—, effects of methylation on, $145 

AGNAS procedure, 831 

Agarose, 743, 2103 

Agarose gel, 343 

Agarose gel electrophoresis, 607, 609 

Agarose-water systems, 743 

L-alanine, 1983 

Alkylamides, 763 

Alternated phosphodiester chain, 251 

Amelogenin structure, 1809 

Amide I, 921, 934 

Amide III, 921, 934 

Amino acids, conformational properties 
of, 1163 

a-Aminoisobutyryl-L-prolyl sequences, 83 

—, solid state conformations of, 83 

Amphiphatic polypeptides, interaction with 
phospholipids, 1115 

Anchorage-dependent cells, S205 

Anisotropic optical properties, 1357 

—, description by Mueller calculus, 1357 

—, effect on polarized light, 1357 

—, effect on Stokes vectors, 1357 

—, of microdomains, 1357 

—, of sickle cell hemoglobin gels, 1357 

Antibodies, 297, 2053 

—, binding to DNA (theory for), 297 

—, structure prediction, 2053 

Anticancer drug, 1245 

Anticodon, 415 

Antifreeze glycopeptide, 1227 

—, NMR studies, 1227 

Antigen recognition, 379 

Antiparallel sheet, 203 

Antitiotics, antitumor, binding of, to DNA, 
site specificity of, 121 

Antitumor antibiotics, binding of, to DNA, site 
specificity of, 121 

Atrial natriuretic factor, 1075 

—, two-dimensional 'H NMR structural 
studies of, 1075 

Azo-modified poly(L-lysine), 1993 

—, photoregulation of conformation, 1993 


Biopolymers, Vol. 26, 2117-2124 (1987) 


B — C conformational transition, 251 

B-DNA, 439 

B-DNA, Z-DNA, 1901 

—, quaternion, 1901 

—, velocity autocorrelation, 1901 

—, dipole autocorrelation, 1901 

B-Z transition, 691, 1971 

—, free energy of Ca?*-induced, 1975 

—, junctions of B and Z helices, 1971 

Bac-Aib-L-Pro-OBzl, 83 

Bacterial cell wall architecture, 1391 

B-barrel proteins, 937 

Base insertion, 2041 

Base pairing enthalpies, 591 

—, between guanine and cytosine monomers, 
591 

B-bend, 1125, 1781 

—, conformation of the peptide, 819 

—, lysyl peptides, 1781 

Bending of DNA, 1463 

—, theory of uniform mode amplitude, 1463 

Beta sandwiches, 1731 

Beta sheets, 1731 

Bicyclic peptides, S11 

—, undeca and dodeca, S11 

Binding, calcium(II) to DNA, 1047 

—, divalent cation to DNA, 1047 

—, prevalent cation to DNA, 1047 

—, site specificity of, of antitumor antibiotics 
to DNA, 121 

Binding to one dimensional lattice, 297 

—, equilibrium theory for bivalent antibody- 
DNA binding, 297 

Biological activity, 1489 

—, analgesia, bonding to receptor, 1489 

Biological macromolecules, $161 

—, dynamical properties of, $161 

Biologically active peptides, S215 

—, proteolytic regulation of, S215 

Birefringence of DNA, 439 

bis(pyrenylalanine)peptides, 1833 

—, configuration, 1833 

—, conformation, 1833 

—, dynamics, 1833 

—, excimer, 1833 

—., fluorescence, 1833 

Bovine pancreatic trypsin inhibitor, 1691 

—, local deformations of, 1691 

Bridged models, 1527, 1555 

Brillouin scattering from DNA, 171, 1637 

Brownian Dynamics, 481 


Ca?* binding to poly(dGdm°C), free energy of, 
1975 





2118 


Calcium(II), binding to DNA, 1047 

Calcium-43, NMR in DNA solution, 1047 

Calcium-free fibrinogen, 27 

Calcium ions, influence on fibrin 
polymerization, 27 

Calf thymus, 893 

Calf thymus DNA, 573 

—, imino proton exchange kinetics of, 573 

Calmodulin, 561 

Calorimetric determination, 591 

—, of enthalpy of hydrogen bond formation 
between guanine and cytosine, 591 

Calorimetric heat capacity curves, 1601 

—, equations for extracting thermodynamic 
data for transitions of any molecularity, 
1601 

Calorimetric versus van’t Hoff enthalpies, 1601 

—, evaluating two-state multistate transitions, 
1601 

Calorimetry, 591 

—, isoperibolic titration of nucleic acid 
monomers, 591 

Carbon-13 NMR, 1983 

Carbohydrate, 1227 

—, conformation, 1227 

CD, 457 

—, calculated for DNA from X-ray structures, 
457 

CD of oriented B-sheets, 1115 

CD study, 1489 

—, of Tyr-D-Ala-Gly-Phe-N, H;, modified by 
hydrazide of azo-bis-izobutyric acid and 
poly-N-vinylimidazole, 1489 

C-DNA, 439 

Cellulose-like polymers, 2027 

—, lattice imaging of, 2027 

C-form of DNA, circular dichroism of, 893 

Chain elasticity, 2009 

Changes in secondary structure of calmodulin 
with ionic strength, 561 

Chemical composition distribution of statistical 
copolymers, 705 

Chemical heterogeneity of statistical 
copolymers, 705 

Chicken erythrocytes DNA, 893 

Chitin microfibrils, 2027 

—., high resolution electron microscopy of, 2027 

Chondroitin sulfates, 1413 

Chou-Fassman method, S59 

Chromosomes, 1929 

—, separation, 1929 

Circular dichroism, 109, 231, 561, 607, 625, 1327, 
1413, 1527, 1555, 1621, 1731, 1879, 1993, 
$109 

—, calculations, 231 

—, of helical polymers, 109 

—, helix band, 109 

—, of oligo(dG-dC), 231 

—, specific interactions, 329 

—, spectral band shapes, 109 

—, studies, of DNA in ethanol /water mixtures, 
893 

—, studies of azo-modified poly(L-lysine), 
1993 

Circular dichroism elastin (trout), 1957 

Circular dichroism studies, 1621 


SUBJECT INDEX 


—, of a tetramolecular DNA immobile junction 
and its constituent octameric duplex arms, 
1621 

Cisplatin, 1245 

Collagen, 1717 

—, bending motion of, 1717 

—, lathyritic ratskin, 1717 

—, semiflexibility of, 1717 

Collapse transition /globular protein, 937 

Coliective vibrational modes of GMP self- 
associates by Raman spectroscopy, 963 

Complementarity determining region, 2053 

—, structure prediction, 2053 

Computer generation, 1691 

—, of chain molecules, 1691 

—, structure prediction, 2053 

Computer graphics, 1691 

—, modeling, 1207 

—, modelling of chain molecules by, 1691 

Computer simulation, 863 

Concanavalin A, 1731 

Concanavalin A-lipid interactions, 1509 

—, hydrophobic effects in, 1509 

—, positive cooperativity effects in, 1509 

—., role of in lectin-biomembrane interactions, 
1509 

Conformation(s) of, S109 1227, 1753, 1983, 2099 

—, antifreeze glycopeptide, 1227 

—., light-induced changes of, 1993 

—, of cyclolinopeptide A, 2099 

Conformation of oligopeptides, a-helical, 1407 

Conformation of poly(L-Glu), 1421 

—, effect of methylmercury(II) on, by Raman 
spectroscopy, 1421 

Conformation of poly(L-Lys), 1421 

—, effect of methylmercury on, by Raman 
spectroscopy, 1421 

Conformational analysis, 1499, 1573 

—, proton NMR, 1573 

Conformational change, 1413 

Conformational changes, caused by 
phosphate-methylation in DNA, 1447 

Conformational energy, 1125 

Conformational energy computations, 1273, 
1587, 1781 

—, a-helices, 1273, 1587 

—, peptides, 1273, 1781 

—, proline-containing peptides, 1587 

Conformational properties, directionality of, 
1163 

Conformational search method, 137 

Conformational statistics, 343 

Conformations of side chains in a-helical 
peptides, 1273 

CONGEN, 137 

Contractile proteins, $177 

—, polymorphism of, Si77 

Conversion dependence of the sequence length 
distribution, 705 

Cooperative lengths in DNA, 1063 

Correlation between sequence length 
distribution and content of f-structure in 
copolymers, 705 

Correlation length in gels, 743 

Correlation spectroscopy, studies of rotational 
diffusion, 1287 





SUBJECT INDEX 


Counterion-condensation theory, 1047 

—, applied to Ca(II) binding to DNA, 1047 

C-peptide of ribonuclease, 351 

Critical phenomena, 743 

Crystal structure, 2099 

—, of cyclolinopeptide A, 2099 

Crystal structure and conformation of the 
peptide, 819 

Crystalline DNA films, 439 

Cs* ions, 251 

Cyclic enkephelin, 1573 

Cyclodextrin, asymmetric oscillations in, 1087 

Cyclolinopeptide A, 2099 

—, conformation of, 2099 

—, crystal structure of, 2099 

Cystine peptides, conformation, 873 

Cytosine, enthalpy of interaction with guanine, 
591 


DANZ conjugates, 1189 

DNA, 691, 1347, 2103 

—, bending by ion binding, 1971 

—, binding of antitumor antibiotics to, site 
specificity of, 121 

—, binding of bivalent antibodies to (theory 
for), 297 

—, B-Z junction, 1971 

—, calcium(II) binding to, 1047 

—, calculated CD spectra, 457 

—, compressibility, 1637 

—, conformation(s), 315, 1245, 1637 

—, coupled rotational diffusion and enzyme 
driven motion, 1287 

—, disintegration by ultrasound and DNase, 
1965 

—, drug interactions, 1245 

—, dynamics, 171, 1637 

—, effects of ionizing radiation on 
hydrodynamic behavior of irradiated 
DNA, a model of, 59 

—, elastic rod model of, 1 

—, fragments, electrophoretic mobility of, 727 

—, gel electrophoresis of fragments obtained 
by digestion, 1965 

—, gel electrophoresis of fragments obtained 
by sonication, 1965 

—, hydration, 171 

—, Li-salt of, 893 

—, melting, 1063, 2009 

—, with methylated phosphates, 1447 

—, microwave absorption, 1965 

—, microwave absorption of short fragments, 
1965 

—, molecular mobility of, 613 

—, reptation, 1929 

—, separation, 1929 

—, in solution, 1941 

—, stretching in electric fields, 863 

—., structure in solution, 457, 1941 

—, transition of B- to C-form, in 
water /ethanol, 893 

DNA junction structure, 1621 

—, model for cruciforms, 1621 

DNA and polynucleotides, 189 


2119 


—, electrical conductivity of Ru(bpy)3* in the 
presence of nucleic acids, 189 

—, luminescence of Ru(bpy)3* in the presence 
of nucleic acids, 189 

—, number of binding sites to a Ru complex, 
189 

DNA restriction fragments, 1463 

—, rotational brownian motion of, 1463 

DNA structure, 591, 1327 

—, thermodynamics of base pair formation, 
591 

DNA superhelicity, 9 

—, theoretical analysis of conformational 
equilibria, 9 

—, theoretical analysis of teritary structure, 9 

Decaglycine, 651 

Deconvolution of thermal transition, 213 

Deoxyribose conformation, 1035 

2’-Deoxyguanosine conformation, 1035 

d-(CG)g, 1301 

d(GGm*° CCGGCC), S145 

—, the crystal structure of, $145 

cis-Diamminedichloroplatinum(II), 1245 

Difference absorption spectroscopy, 1381 

Differential equations for torsion angles, 1691 

Differential geometric representation of 
proteins, 1163 

Differential scanning calorimetry, 1621 

—, on a tetramolecular DNA immobile junction 
and its constituent octameric duplex arms, 
1621 

Diffusion coefficient, 1717 

—., translational and rotational, 1717 

Diffusion—Collision Model, 481 

Dimerization, 45 

Dimerization of cytosine, 591 

—, calorimetic studies of, 591 

Dinucleotidic repeat unit, 251 

Dipole-charge interactions, 351 

Ditercalinium, bisintercalation of, 1001 

Docking problems, 777 

Domains in DNA, 1063 

Dye binding, 2103 

Dynamic light scattering, 1717 

—, of semiflexible polymer, 1717 

Dynamic properties of hemoglobin, 1769 


E. coli DNA melting, 1063 

Elastase, 1207, 1731 

—, porcine pancreatic, complex with 
benzoaxzinone inhibitor, 1207 

Elastase-inhibitor complex, 1207 

Elastic constants of DNA, 1637 

Elastic properties of DNA, 1637 

Elastin, 934 

—, (trout) B-conformation, 1957 

Electric birefringence, 

—, of poly( y-benzyl L-glutamate), 673 

—, reversing-pulse, 673 

—, temperature dependence, 673 

Electric dichroism, 1971 

—, of DNA with B and Z conformation, 1971 

Electron microscopy, 315 

Electrophoresis, 1929 

—, of DNA, 1929 





2120 


—, gel, 1929 

—, of nucleic acids, 1929 

—, orthogonal-field, 1929 

—, pulsed-field, 1929 

—, theory, 609 

Electrophoretic mobility, 609 

Ellipsoid algorithm, 777 

Emulsan, its properties and the physiology of 
its production, $223 

End-to-end distance, persistence vector, of 
Monte Carlo chains, 537 

Endonucleolytic cleavage of chromatin, 1789 

—, static model, 1789 

Energy minimization, 1691, 2053 

—, by local deformations, 1691 

—, starting structures, 2053 

Enkephalin, S25, 1489 

—, modification by poly-N-vinylimidazole, 
1489 

Enkephelin, 1573 

Enthalpy, 1347 

—, of hydrogen bond formation between 
guanine and cytosine, calorimetric and 
NMR studies, 591 

Entropy, 1347 

—, of hairpin, 651 

—, of a-helix, 651 

—, of water-biopolymer interactions, 387 

Environmental factors, 1381 

Enzymatic cleavage of nucleic acids, 1789 

—, predictive model, 1789 

Enzyme-probe method, S81 

Estimation of free and hydrogen bonded species 
from integrated absorption intensity, 1315 

Ethidium bromide, 831, 2103 

—, geometry of DNA-complex, 613 

—, mobility in DNA-complex, 613 

Ethidium and propidium, 1347 

Exciton theory, 1731 

Excluded site binding model, 1047 

—, applied to Ca(II) binding to DNA, 1047 

Excluded volume effect, 315, 537 

—, on the amylosic chain conformation, 537 

Extended-helix conformation, S99 

—, normal-mode studies of, S99 

—, Raman studies of, S99 


Fibrin, 911 

Fibronectin, 2087 

—, association, 2087 

—, fragment, 2087 

—, interaction, 2087 

—, polymerization, 2087 

—, self-association, 2087 

Fibrous microdisks, S205 

Field-dependent DNA conformations, 863 

8-( N-Fluoren-2-ylamino)-2’-deoxyguanosine 
conformation, 1035 

Fluorescence polarization anisotropy time- 
resolved, 1463 

—, of DNA, 1463 

Fluorescence polarization of ethidium/DNA, 
613 

Fourier deconvolution, 921 


SUBJECT INDEX 


Freezing point depression, 1227 

Friction factor for azimuthal rotation, 1463 
—, of DNA, 1463 

FT-IR, 1527, 1555 


Gas Phase I. R., 763 

Gelation kinetics, 743 

Gel chromatography, 343 

Gel concentration, 609 

Gels, 743 

Gel structure, 343 

Genetic polymorphism, $177 

Globular protein folding simulations / Monte 
Carlo dynamics, 937 

Glucose, preference of chair conformation, 1087 

Glycine dipeptide, 1817 

—, conformation, 1817 

—, integral equation theory, 1817 

—, intramolecular free energy, 1817 

Glycopeptides, 1753 

Glycoproteins, 1227 

—, antifreeze, 1227 

GMP self-associates studied by low frequency 
Raman spectroscopy, 963 

gp32, 1667 

Guanine, enthalpy of interaction with cytosine, 
591 


Hairpin loop formation, 415 

Hard particle model, 507 

a-helical conformation, 379 

a-helical peptides, conformational constraints 
caused by proline, 1587 

—, side-chain conformations of, 1273 

Helices, interacting, 203 

a-helices in proteins, 1273, 1587 

—, in relation to the presence of proline, 1587 

a-helix, $33 

—, perturbed, S33 

—, stability, 351 

Helix-coil method, S81 

Helix-coil transition, 203, 379 

Helix-destabilizing protein, 1667 

Hemoglobin, 1769 

—, carbonmonoxy, 1769 

—, dynamic properties of, 1769 

—, low temperature spectroscopy of, 1769 

—, optical spectra of, 1769 

—, OXY, 1769 

Hetero-associating proteins, 1097 

Heterooligopeptides, containing LD-amino 
acids, 795 

Histidine- phosphate hydrogen bonds, 95 

HPLC, 1413 

Human little gastrin, S1 

—, conformational studies in surfactant 
solution, S1 

Human minigastrin, S1 

—, conformational studies in surfactant 
solution, S1 

Hydration of DNA, 439, 1637 

Hydration shell dynamics, 171 

Hydrodynamic radius, 1463 

—, of DNA, 1463 





SUBJECT INDEX 


Hydrogen bonding, 1245 

—, between nucleic acid bases, calorimetric 
and NMR studies, 591 

Hydrogen bonds, 1753 

Hydrophobicity and accessibility, 17 

—, example of different behavior between, 17 

—, local sequence patterns of, 17 

—, relation between, 17 

Hysteresis, 1705 

—, in sorption isotherms of water by 
biopolymers, 387 

—, thermodynamic models for water-protein 
sorption, 1705 


Imino protons, 573 

—, exchange kinetics of, by 'H NMR, 573 
Immunoglobulin G, 285 

—, B-barrel, 285 

—, energy transportation, 285 

—, low-frequency breathing motions, 285 
—, resonance-controlled trigger, 285 
Immunoglobulin Vpgy, 1731 
Immunoglobulins, 2053 

—, structure prediction, 2053 

Infrared absorption, 251 

Infrared linear dichroism, 251 

infrared spectra, 763 

infrared spectroscopic study, of peptides, 795 
Intercalation, 1347 

Intercalation geometry, 1327 

Interhelical interactions, 1637 

Internal loop domains, 2009 

Interruption parameter, 1063 

Intrinsic viscosity, 333 

—, pH dependence of, 333 

—, of xanthan, 333 

Ir investigations, 95 

Isomerization, 45 

'3C isotropic chemical shifts, 849 


Kinetics, 2103 
Kinked DNA, 1245 


LD-oligopeptides, from bacterial 
peptidoglycan, 795 

Lectin-membrane interactions, 1509 

—, concanavalin A—glycosyl-free model 
membranes (liposomes), 1509 

Left-handed and right-handed & UNA, 403 

Li-DNA, 439 

Linear dichroism, of ethidium/DNA, 613 

—, of poly[d(A)]-poly[d(T)], 1941 

Linear dichroism and molecular mechanical 
studies, 1941 

Linear models, 1527 

Local deformation studies, 1691 

Lipid-peptide interactions, $109 

—, first and second order differential equations 
in, 1691 

Loop flexibility, 415 

Loop formation in DNA, 1063 

Loop function, 2009 

Low frequency modes in DNA, 171 


2121 


Low frequency Raman spectra of GMP self 
associates, 963 

Low temperature spectroscopy, 1769 

Lysyl hydroxylation, 1781 

—, relation to conformational constraints in 
peptides, 1781 

Lysyl peptides, 1781 

—, conformation, 1781 


Mammalian cells, S205 

—, suspension culture of, $205 

Mannobiose, 1499 

Matrix method, 1327 

Membranes, S109 

Metal ion and conformation, 625 

Met-enkephalin, 1125 

Methylene blue, 1327 

Microbial exocellular polysaccharides, $223 

Microcalorimetry, 1509 

—, Determination of thermal titration curves 
by, 1509 

—, Determination of the thermodynamic 
parameters of Con A-lipid interactions by, 
1509 

Microwave modes in DNA, 171 

Minihelix, d[CpGpCpG],, 981, 1001 

Mobility of, 727 

Model of enzymatic nucleic acid cleavage, 1789 

—, static, 1789 

Molecular dynamics, 1573 

—, hydration, 1901 

—, simulation, 1087, 1901 

Molecular imaging, 2027 

Molecular mechanics, 1207 

—, approach, 1431 

—, calculations, 1245 

—, use of in energy minimization of cyclic 
opioid peptide, 1431 

Molecular mechanics calculations, of 
phosphate-methylated DNA, 1447 

Molecular mechanics and helical structures, 403 

Molecular mechanics of DNA, 9 

—, superhelical equilibria of hyperelastic DNA, 
9 


Molecular mechanics of the linear dichroism 
structure, 1941 

—, of poly[d(A)]-poly[d(T)], 1941 

Monointercalating drug, 981 

Monomer reactivity ratios of L-valine and y- 
benzyl-L-glutamate, 705 

Monte Carlo, 1125 

Monte Carlo simulation(s), 937, 1691, 1901 

—, by local deformations, 1691 

A Monte Carlo study, 537 

—., of excluded volume effect, 537 

—, using a chain enrichment method, 537 

Mueller matrix calculus, 1357 

—, analysis on heterogeneous optical 
distributions, 1357 

—, applications to a mosaic optical structure, 
1357 

—., constructions for a multidimensional vector 
space, 1357 

—, extended space matrices, 1357 





2122 


—, influence of linear dichroism on CD, 1357 

—, operational calculus for spatially 
heterogeneous distributions, 1357 

—, of randomly oriented microdomains, 1357 

Muscle, origin of contractile force in, $81 

Muscle contraction, calcium trigger of, $123 

Myosin, structural transitions in, S81 

—, of randomly oriented microdomains, 1357 


NaCl, effect on the 2*Na relaxation rate, 261 

Na-DNA, 439 

N-Methylacetamide, 763 

NMR, S109, 1075, 1527, 1555 

—, analysis of conformation, 1035 

—, calcium-43 in DNA solution, 1047 

—, 2D, 1301 

—, 2D NOE, 2041 

—, 'H measurements of lineshapes, T;, 7,4, 7, 
Goldman-Shan experiments, 849 

—, 'H, of proteins, 973 

—, methods, 525 

—, 31P, 2041 

—, scalar correlated, spectroscopy, 973 

—, studies, cystine peptide, 873 

—, studies of powders of a, 8 cyclodextrins 
and dextran B512F, 849 

—-, two-dimensional, of atrial natriuretic factor 
structure, 1075 

—, two-dimensional, for identification of 
protein 'H spin systems, 973 

NMR of DNA, 591 

—, guanine and cytosine nucleosides, 591 

400-MHz 'H-nmr study, 1001 

'H NMR spin-lattice relaxation, 573 

—, of imino protons in nucleic acids, 573 

'H-nmr studies, of a monointercalating drug, 
981 

NOE, 1527, 1555 

Noise, S161 

Nonideal solutions, 1097 

Novel anchorage matrices, S205 

Nuclear Overhauser effect spectroscopy, 525 

Nuclear Overhauser effects, in antiparallel B- 
sheets, 873 

Nuclease, staphylococcal, 1731 

Nucleoside-carcinogen adduct, 1035 

Nucleosides, 591 

—, calorimetry of interaction, 591 

—, 2’-deoxy-3,5’ ditriisopropylsilylguanosine 
and 2’-deoxy-3,5’ 
ditriisopropylsilylcytosine, 591 


Oligodeoxynucleotide conformation, 2041 
Oligonucleotide duplex, 1245 
Oligonucleotides, 831 

Oligopeptide, 921 

Oligopeptides, S25 

—, secondary structure of, S25 
Oligosaccharides, 1499 

Opioid peptide analog, 1431 

—, cyclic, u-receptor selective, 1431 

—, theoretical conformational analysis of, 1431 
Optical melting studies, 1621 

—, the temperature and concentration 


SUBJECT INDEX 


dependence of the melting of a 
tetramolecular DNA immobile junction 
and its constituent octameric duplex arms, 
1621 

order parameter, 743 

Out-of-plane motions, of DNA bases and bound 
ethidium, 613 


Parallel DNA, of phosphate-methylated 
thymidines, 1447 

Partial restriction enzyme cleavage of nucleic 
acids, 1789 

—, static model, 1789 

PBLA, 1983 

Peptide(s), S109 

—, conformation, cystine peptide, 873 

—, LD-sequential 795 

—, lipid interactions, S109 

Peptide synthesis, 1489 

—, synthesis of N, N-bis-2-D-Ala,des5-Met- 
enkephaline hydrazide of azo-bis- 
isobutyric acid, 1489 

Peptidoglycan, containing LD-oligopeptides, 
795 

Peptidomimetics, S25 

Periodate oxidation, 1413 

Persistence length, 315 

Phonon linewidths in DNA, 171 

Phosphate-methylated parallel and antiparallel 
DNA, 1447 

Phospholipid micelles, $109 

Photochromism, 1993 

—, of azo-modified poly(L-lysine), 1993 

Photoregulation, 1993 

—, of polypeptide conformation, 1993 

Plasma fibronectin, 1381 

Plastocyanin, 1731 

Platinum, 1245 

Poisson-Boltzmann equation, 1047 

—, applied to Ca(II) binding to DNA, 1047 

Polarizability of DNA, 439 

Poly(a-amino acids), S59 

—, models for studies of conformational 
transitions of proteins, S59 

Poly( y-benzyl L-glutamate), electric 
birefringence, 673 

—, of solution conformation, 673 

—, rotational relaxation time, 673 

Poly d(A-T), 251 

Poly d(I-C) - Poly(dI-dC), 329 

Poly(dGdm°C), free energy of Ca”* binding to 
B and Z forms, 1975 

Poly(L-Glu), effect of methylmercury(II) on 
conformation, 1421 

—, by Raman spectroscopy, 1421 

Poly(L-Lys), effect of methylmercury(II) on 
conformation, 1421 

—, by Raman spectroscopy, 1421 

Poly(L-lysine), 1993 

—, containing azobenzene units, 1993 

—, modification reactions of, 1993 

Poly(dA) - Poly(dT), 525 

Poly(dG-dC) - poly(dG-dC), phosphate- 
methylated duplex of, 1447 





SUBJECT INDEX 


Poly(dT) - poly(dT), phosphate-methylated 
parallel duplex of, 1447 

Poly-L-lysine, 625 

Poly[d(A)]-poly[d(T)], 1941 

—., linear dichroism and molecular mechanical 
studies of, 1941 

Polyamines, 691 

Polydispersity, effect on electric properties, 673 

—, effect on hydrodynamic property, 673 

—, effect on reverse-transient process, 673 

Polyelectrolyte, elastic cross section of, 1 

Polyelectrolytes, 1929 

—, reptation, 1929 

Polymerisation, 1489 

—, of N-vinylimidazole with a peptide 
derivative of hydrazide of azo-bis- 
isobutyric acid, 1489 

Polypeptide, 921 

Polypeptide conformation, 1587 

—, constraining effect of prolyl residues, 1587 

Polypeptides, $33, 1125 

—, conformational analysis of, $33 

—, folding short segments of, 137 

—, the multiple-minima problem, $33 

Polysaccharides, 743 

Posttranslational modification as a means of 
anchoring, S241 

Potential energy calculations on, 1391 

—, Murein backbone polysaccharide consisting 
of, 1391 

—, N-acetylmuramic acid, 1391 

Prealbumin, human, 1731 

Preferred conformation, 1125 

Presence of domain structures, 849 

Pressure, 2103 

Proline, 1555 

Proline-containing peptides, S215, 1587 

—, containing peptides, S215, 1587 

Protein(s), conformation, 934 

—, denaturation of, 619, 1859 

—, electrostatic effect, 619 

—, folding, 481 

—, neutral pH, 619 

—, purification, $193 

—, reversible, 619 

—, solubility of in equilibrium, 45 

—, stability, 619, 1859 

—, structure, 1731 

—, structures, statistical analysis of, 1163 

—, thermal, 619 

—, thermodynamics, 1859 

Protein-DNA interactions, model studies for, 
1447 

Protein-ligand complex, 1207 

Protein-polynucleotide interaction, 1667 

Proteoglycan, SAXS studies of, 633 

Protofibril, 911 

—, gelation, 911 

—, lateral, 911 

—, polymerization, 911 

—, turbidity, 911 

Proton magnetic resonance, 1753 

Proton polarizability, 95 

Proton transfer, 95 


2123 


Quadrupolar NMR, of Ca-43 in DNA solution, 
1047 


Radius of gyration, 333 

—, molecular weight dependence of, 333 

—, of xanthan, 333 

Raman spectra of 8 turns, 1809 

Raman spectroscopic study of poly(L-Glu) and 
poly(L-Lys), 1421 

—, effect of methylmercury(IT) on 
conformation, 1421 

Raman spectroscopy, 921, 1667 

Raman spectroscopy study, of peptides, 795 

Raman spectrum, 934 

Random conformations, 2053 

—, generation with constraints, 2053 

Recombinant DNA, 2009 

Refractive index of DNA, 439 

Relative free energy, 1125 

Relaxation in DNA, 171 

Reptation theory of DNA gel electrophoresis, 
863 


Reticulate gel, 343 

Ring molecules, 2053 

—, random structures for, 2053 

Rotation diffusion 1971 

—, of B and Z DNA, 1971 

Rotational diffusion, coupled to biologically 
driven motion, 1287 


Salmon sperm, 893 

Salting-out adsorption techniques, $193 

Salting-out chromatography, $193 

Scaled particle theory, 507, 1097 

Scanning calorimetry, data analysis, 213 

Scanning procedure, 651 

Secondary structure, 561, 921, 934 

Sedimentation equilibrium, 507, 1097 

Self-assembly processes, 743 

Self-associating proteins, 507, 1097 

Sequential assignment, 1301 

Sequential heterogeneity of statistical 
copolymers, 705 

Serine, 1527 

Sheet-coil transition, 203 

Sickle cell hemoglobin gels, 1357 

—, explanation in terms of optical theory of 
condensed systems, 1357 

—, optical properties of, 1357 

Site binding, 549 

Site-bond correlated-percolation, 743 

Site specificity of binding of antitumor 
antibiotics to DNA, 121 

Small angle X-ray scattering (SAXS), 633 

Sodium hyaluronate, 1413 

Sodium ion, relaxation in DNA solutions, 261 

Soft modes in DNA, 1637 

Solid state NMR, 1983 

Solution conformation, 1879 

Solution structure, 1301 

Solvent denaturation, 549 

Solvent effects, 1499 

Sorption isotherms, 1705 





2124 


—, of water by biopolymers, 387 

—, of water by proteins, 1705 

Specificity, site, of binding, of antitumor 
antibiotics to DNA, 121 

Spermidine, 691 

Spermidine analogs, 691 

Spinodal decomposition and gelation, 743 

Stacking energy, 2009 

Statistical copolymers of L-valine and y- 
benzy]-L-glutamate, 705 

Statistical mechanical model, 351 

Statistical mechanics, 1125 

Statistical thermodynamics of DNA melting, 
2009 

Stokes vectors, 1357 

—, averaging by detector devices, 1357 

—, constructions of extended space vectors or 
modules, 1357 

—, operational calculus of spatially 
heterogenous distributions, 1357 

—., of spatially heterogenous distributions, 1357 

Structure dimensionality, 315 

Studies of proteoglycan, 633 

Substance P, lipid-induced secondary structure 
of, $109 

Superoxide dismutase, Cu, Zn, 1731 


T-cell receptor, 379 

Temperature coefficient, 607 

Tetrapeptides, 1527, 1555 

Thermal denaturation, 691 

Thermodynamic equations, 1601 

—, for analyzing equilibrium melting curves 
for transitions of any molecularity, 1601 

Thermodynamic functions, determined by 
scanning calorimetry, 213 

Thermodynamically nonideal solutions, 507 

Thermodynamics, 1705 

—, of base pairing in DNA, 591 

—, of water-bipolymer interactions, 387 

—, of water-protein sorption hysteresis, 1705 

Thermodynamics of DNA oligomer association 
and dissociation processes, 1601 

—, concentration and temperature dependence 
for molecularities greater than two, 1601 

Transition moments, 1327 


SUBJECT INDEX 


Troponin-C, $123 

—, fluorescence dynamic studies of, 1189 
Troponin-tropomyosin complex, $123 
Tryptophan fluorescence, 1381 
Turbidity spectra, 743 

B-turn(s), 921, 1125, 1527, 1555 

—, Elastin (trout), 1957 

—, in proteins, 1809 

—, vibrational frequencies, 180¥ 
y-turn, 1125 

Two-state transition, 1859 


a, B-unsaturated amino acids, synthesis of 
tripeptide, 819 
Urethanyl amino acid derivatives, 1879 


van der Waals repulsions, 777 

Van’t Hoff transition enthalpies, 1601 

—, equations and protocols for extracting van’t 
Hoff data from calorimetric and 
noncalorimetric melting profiles, 1601 

Variance of (G + C) content in DNA, 1063 

Vibrational circular dichroism, 1879 

—, a-helical polypeptides, 1407 

—, oligopeptides, 1407 

Vibrational spectra, 921 

Vibrational spectroscopy, 934 

Void sizes, 343 

Voltage gradient, 609 


Water sorption by biopolymers, 387 
Water sorption by proteins, 1705 
Weight-average molecular weight, 1097 


Xanthan, 333 

—, double helix of, 333 

—, persistence length of, 333 
X-ray diffraction analysis, 2099 
—, of cyclolinopeptide A, 2099 


Young’s modulus of a polyelectrolyte, 1 


Zimm-—Bragg theory, 351 





